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Abstract :

Background : Previous literature suggests that |eukocyte

associ ated transfusion reactions depend on the type and quantity
of transfused white blood cells (WBC). Accordingly, to ensure the
quality control of |eukocyte reduced bl ood products it is
inmportant to use a technol ogy that consistently neet or exceed
FDA guidelines. W tested two different filters for their ability
to effectively and consistently produce LR whol e bl ood (WB) and
defi ned phenotypic differences between the residual |eukocyte
popul ati ons produced.

Study Design and Methods : Sixteen units of 2-4 hour old CPD

anti coagul ated WB were studi ed. To create a honbgenous chal | enge
for each test, two units of ABO Rh conpati ble WB were conbi ned
and redivided into equal aliquots of approximately 500niL each.
Each al i quot was | eukocyte reduced at 22+2°C with either Pal
Leukotrap® WBF-2 or Asahi Sepacel | ® RS2000. The resi dual WBC were
guantified and phenotyped using previously published flow
cytonetric nethods.

Results : Leukocyte residual counts in units filtered with the
Pall filters ranged from0.02 x 10° - 0.12 x 10° and from 2. 06 x
10<® 11.7 x 10°for those filtered with Asahi RS-2000 filters.
The data al so denonstrate significant differences in these
filters abilities to renpove nonocytes and B-|ynphocytes from WB.

Conclusion : The present data confirmdistinct differences in
t he | eukocyte renoval efficiency and residual white cel

phenot ypes obtained with the use of these filters. Such

di fferences suggest that the clinical results produced by the
transfusion of LR blood produced with different devices may not
necessarily be identical which can only be ascertai ned by
clinical study.
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Résumé : La technique des puces a ADN apparait conme une

t echnol ogi e | eader dans | e domai ne de | a génom que fonctionnelle,
une discipline récente qui vise a étudier |a séquence et |a
fonction des genes a |'échelle du génone. En substance, |es puces
a ADN sont des petits supports sur |esquels sont attachés des
mlliers de séquence d' ADN a des adresses connues di sponi bl es
pour apparienent avec des ADN ou des ARN ci bl es marqués avec des
nol écul es fluorescentes ou radioactives. Leurs multiples
appl i cations conprennent |a cartographie ou | e dosage de genes,

| a détection de nutation ou encore |a quantification du niveau

d' expressi on de genes.

Dans cet article nous nous concentrerons sur |es puces

d' expression destinées a évaluer |a représentation absol ue de
milliers d espéces d' ARN nessager dans une cellule ou un tissu

si mul tanénent ou a nesurer |eur abondance relative entre deux ou
pl usi eurs échantillons. Nous présenterons |les différentes

techni ques utilisées depuis |a fabrication des puces jusqu'a

| ' obtenti on des données d' expression et nous discuterons de

| "accessibilité de cette technol ogie d un point de vue codt.
Enfin, nous évoquerons les défis a relever pour analyser |a nasse
des données geéneér ees.

173



